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P033-vs04 CMT1/HNPP kit (lot 0105, 0605, 0106)    Female & male ref.: P033-vs04_t00
----------------------------------- Peak Data ---------------------------------

   Position MRC 
size

57.0064 -   64 nt64
5 62.00 0.79461.9370 - 0.6220.07  1.28  .|||1876134 0.11614.0 0.75 70 nt 1.570
6 72.72 0.97772.7876 - 0.849-0.06  1.15  .||2309141 0.09816.4 1.22 76 nt 1.376
7 78.41 1.22878.5082 - 1.530-0.09  0.80 || .2902170 0.21017.1 1.03 82 nt -1.482

1.06148 0.1411.0001.0002362 0.2215.8 1.00Ctrl: Q-fragments Mean (CV: )
8 90.61 0.82590.512 a 0.8250.10  1.00 .279282895 0.0899.6 1.00 2q14 synt. 0.094

1.002895 0.0890.8250.825279289.6 1.00Ctrl: Synthetic control probe Mean (CV: )
10 135.73 1.119135.701 A 1.0860.03  1.03  .378923699 0.04310.2 0.90  1p22-p21 0.894.2139
24 262.84 0.980262.852 B 0.942-0.01  1.04  .356722782 0.03712.8 0.91  2p12 1.086.2265
12 155.74 1.011155.823 A 1.045-0.08  0.97 .342383206 0.04210.7 0.87  3q12 -0.897.6157
36 369.90 0.822370.094 D 0.843-0.19  0.98 .259031800 0.04114.4 0.74  4q26 -0.5123.7373
35 362.58 0.734362.795 C 0.684-0.21  1.07  .|261501909 0.04213.7 0.58  5q22 1.2112.6364
9 126.86 1.075126.835 A 1.0830.03  0.99 .363923690 0.0279.9 1.42  5q31.1 -0.3132.5130

37 381.67 1.313381.727 D 1.323-0.05  0.99 .413882870 0.02614.4 1.82  7q11.23 -0.472.2382
15 184.79 1.067184.818 A 1.042-0.02  1.02  .361363227 0.02711.2 1.38  8p22 0.915.5184
44 452.03 1.026452.008 D 0.9770.03  1.05  .|323552147 0.04415.1 0.78  8q21 1.181.0454
30 320.64 0.957320.468 C 0.9040.18  1.06  .|340932454 0.05713.9 0.57  8q24 0.9142.0319
19 217.81 1.002217.7910 B 1.0150.02  0.99 .364603099 0.02811.8 1.31 10q22 -0.574.9220
16 191.73 0.875191.6211 A 0.8510.11  1.03  .296452537 0.03211.7 0.95 11p13 0.834.0193
34 354.76 1.190354.8612 C 1.180-0.10  1.01  .424063072 0.07513.8 0.56 12p13 0.104.3355
18 210.25 0.861210.1512 B 0.8160.10  1.05  .|313392748 0.03711.4 0.78 12q14 1.268.4211
21 236.22 1.178236.1114 B 1.2130.11  0.97 .428823556 0.04412.1 0.98 14q12 -0.818.5238
42 431.40 0.983431.5617 D 0.996-0.16  0.99 .309912110 0.03314.7 1.06 17q12 NEURO -0.439.8436
40 406.69 0.929406.7817 D 0.945-0.09  0.98 .292961958 0.04715.0 0.71 17q21.1 -0.339.9409
31 329.91 1.070329.7017 C 1.0070.21  1.06  .|381262801 0.03213.6 1.13 17q21 2.043.4328
39 398.18 0.926398.3517 D 0.917-0.17  1.01  .291881919 0.01915.2 1.69 17q25.3 0.583.2400
22 245.50 0.949245.3921 B 1.0390.11  0.91 | .345392799 0.04312.3 0.85 21q11 -2.112.4247

1.012719 0.0390.9951.00334255 0.0412.9 1.00Reference fragments Mean (CV: )
27 289.78 1.206289.7217 C 1.3720.06  0.88 | .429803217 0.11813.4 0.66 17p13 Gemin4 -1.400.9292
28 301.51 0.843301.4117 C 0.8540.10  0.99 .300412308 0.03613.0 1.34 17p13 ASPA -0.303.7301

0.952763 0.0771.1131.02536511 0.0813.2 1.00Control probes before CMT1 Mean (CV: )
11 145.18 1.261145.1317 a 1.1320.05  1.11  .|427054196 0.09710.2 0.83 17p12 Close C 1.313.1148
33 346.21 0.628346.2317 c 0.644-0.02  0.98 .223941627 0.03313.8 1.40 17p12 Close C -0.514.0346
43 442.46 0.715442.5217 d 0.656-0.06  1.09  .|225481582 0.06014.3 0.78 17p12 Close C 1.014.6445

1.042468 0.0630.8110.86829216 0.0712.7 1.00Before CMT1 Mean (CV: )
41 415.24 0.784415.3717 d 0.787-0.13  1.00 .247271695 0.03014.6 1.37 17p12 COX10 -0.115.2418
38 389.24 1.079389.3217 d 1.046-0.08  1.03  .340132244 0.05515.2 0.97 17p12 COX10 0.615.2391
32 338.80 0.728338.6817 c 0.7410.12  0.98 .259361914 0.05313.6 0.72 17p12 PMP22 -0.316.3337
29 310.79 1.373310.6517 c 1.3050.14  1.05  .|489353644 0.07513.4 0.89 17p12 PMP22 0.916.3310
26 281.71 1.209281.6417 b 1.1770.07  1.03  .440063554 0.07512.4 0.80 17p12 PMP22 0.416.3283
23 254.89 0.842254.8517 b 0.8530.04  0.99 .306342487 0.05912.3 0.74 17p12 PMP22 -0.216.3256
20 227.48 0.877227.3817 b 0.8610.10  1.02  .319132720 0.03511.7 1.26 17p12 PMP22 0.516.3229
17 200.00 0.854199.9217 a 0.8320.08  1.03  .289272547 0.03411.4 1.25 17p12 TEKT3 0.716.3202

1.022601 0.0520.9500.96833636 0.0213.1 1.00                                   CMT1 Mean (CV: )
14 175.03 0.442175.0217 a 0.4970.01  0.89 | .149691400 0.08410.7 1.00 17p11.2 Close -0.716.7175

0.891400 0.0840.4970.4421496910.7 1.00After CMT1 Mean (CV: )
13 164.71 0.853164.8217 A 0.893-0.11  0.96 .289012705 0.03510.7 1.18 17p11.2 Close -1.118.0166
25 272.17 1.030272.0617 B 0.9740.11  1.06  .|374732915 0.05412.9 0.82 17p11.2 Close 1.019.3274

1.002810 0.0450.9330.94233187 0.0711.8 1.00Control probes after CMT1 Mean (CV: )
2643Mean values 33228 1.010.0470.9590.966

Standard deviations 0.050.1960.198
12.8

Mean height of first probes AB

Mean A-group area / mean Q-frag. area 14.34

Female & male ref. 
Normal probes 

3        

0.216(Coef. of variance: )

CV of Control Probes 0.04

Mean height of last probes CD
3080
2380

<0.20 (0.15)
Ratio of mean heights AB/CD ('slope') 1.29

An "*" marks: Size Diff.>0.5,  Peak Height>7000, unexpected peak width, and "Dist. in SD">4.0.

Quality assessment Quality limits Quality

Ratio group mean and coefficient of variance (CV) are weighted by the ref. weights

0 uinidentified peak areas / 37 peak areas 0.00     < (0.02)

Weighted mean ratios are tested for being outside ratio 1±0.13
One-tailed significance is high for p<=1%, and low for p<=5%.
Individual peaks having normalized area > 4.0 SD from the ref.
mean and ratio <0.65 or >1.3 indicate 'abnormal' probe area.

Mean Rox height is 543 (15 peaks). 100*CV of ROX heights for peaks above 100 nt is: 3.13

0.01
0.11

 
 

(Ctrl probes are used for quality evaluation only) 

 

>0.65 (1.50)

> 450 ( 800)
> 280 ( 500)
<3.00 (2.50)

Ctrl and  '?' peaks

Labels A,B,... define normalization groups; a,b,... labeled probes do not contribute to normalization.

Total of all except


